Supplemental file 8 The characteristics of the 19 studied SSR- loci for subset of 297 (235 cultivated and 62 wild)

species accessions
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STM 1104 286 11 3,7 163 196 8 0.74 0.0 49.8 50.2 436 4.2 24 0.0
STM 5127 290 7 2.4 230 272 13 086 0.0 22.9 77.1 532 205 0.7 27
STM 5114 291 6 2.0 280 316 10 0.77 0.0 25.9 74.1 558 150 34 0.0
STI 012 279 18 6,1 164 215 11 080 0.0 44.8 552 473 7.1 0.7 0.0
STI 032 295 2 0,7 102 126 8 0.79 0.0 38.3 61.7 416 151 5.0 0.0
STI 004 206 1 0,3 64 103 11 070 0.0 53.8 46.2 33.1 11.0 2.0 0.0
STI 033 286 11 3,7 112 142 10 070 0.0 50.9 49.1 398 6.2 3.1 0.0
STM 1106 268 29 9,8 127 199 24 0.85 0.0 56.8 432 310 9.2 3.0 0.0
STG 0025 204 3 1,0 190 210 5 0.51 0.0 56.2 43.8 434 0.3 0.0 0.0
STM 5121 281 16 5.4 280 289 4 0.74 0.0 72.9 27.1 268 04 0.0 0.0
STI 001 204 3 1,0 161 202 12 081 0.0 39.1 60.9 43.1 158 2.0 0.0
STM 0031 257 40 13,5 161 202 10 070 233 271 496 442 5.0 0.4 0.0
STM 0037 287 10 3.4 70 108 19 082 0.0 31.4 68.6 486 148 52 0.0
STI 014 292 5 1,7 115 139 9 0.75 0.0 41.7 583 485 8.1 1.7 0.0
STG 0016 295 2 0,7 112 157 15 081 0.0 26.2 73.8 49.0 144 104 0.0
STM 1064 269 28 9.4 179 195 9 0.68 0.0 52.0 480 331 138 1.1 0.0
STG 0001 220 77 259 118 194 15 0.79 0.0 35.9 64.1 500 114 23 05
STM1052 206 91 30,6 196 260 17 082 0.0 52.2 47.8 304 159 14 0.0
STI 030 291 6 2.0 82 121 13 081 0.0 23.8 76.2 612 136 14 0.0
In total 5643 366 6.5 223

The number of genotypes for which SSR analysis results for this locus are available

2Genotypes which lack data on this locus, no. of genotypes with missing data for concrete



